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SEQ^DN0:2(? SEQJD NO: 2^- 

AATTGGCAaiTAATG AATTGcJaiaTAftTG 
TTAftGGGTcftTTAG T5fAJiqGGTcATTAG 

* MW(Pft/A) ♦ 



AATTC CCAaTAATG AA.T3JCC GAaTAATC 

TTAAGGGTgAT tag |. TTMlGGGTcA TTAG 

* T4 Polymerase 

SEQIDN0:2^-<*' . SEQ ID NO:^ H 

AATTCCCAgTA GCAaTAftTC AATTCCCAgT CAaTAATC 

TTAftGGGlTcAT GGO^tftTTftG ^ ttAAGGGTcA GTtATTAG 

^ SEQ ID NO:;a^ T4 Uga^B ^ SEQIDNO:^^/ 

AATTCCCAgTACCAaTAATC i AATTCCeAgTCAaTAATC 
TTAAGGGTcATGGTtATTAG I TTAAGGGTciAGTtATTAG 

DNA Sequencing 
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Figure 13 
T7_endol 

>giI431187: 10257-10706 gene 3, endonuclease 

ATGGCAGGTTACGGCGCrAAAGGAATCCGAAAGGTTGGAGCGtTTCGCTCTGGCC 
TAGAGGACAAGGTTTCAAAGCAGTTGGAATCAAAAGGTATTAAATTCGAGTATGAA 
GAGTGGAAAGTGCCTTATGTAATTCCGGCGAGCAATCACACrTACACTCCAGACTT 
CTTACTTCCAAACGGTATATTCGTTGAGACAAAGGGTCTGTGGGAAAGCGATGATA 
GAAAGAAGCACTTATTAATTAGGGAGCAGCACCCCGAGCTAGACATCCGTATTGTC 
TrCTCAAGCTCACGTACrAAGTTATACAAAGGTrcrCCAACGTCrrATGGAGAGTTC 
TGCGAAAAGCATGGTATTAAGTTCGCTGATAAACTGATACCTGCTGAGTGGATAAA 
GGAACCCAAGAAGGAGGTCCCCTTTGATAGATTAAAAAGGAAAGGAGGAAAGAAA 

TAA(SEQ IDN0:1) 

>gill55811embiCAA24402.1! unnamed protein product [Enterobacteria 
phage T7] 

MAGYGAKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYTPDFL 
LPNGIFVETKGLWESDDRKKHLLIREQHPELDIRIVFSSSRTKLYKGSPTSYGEFCEK 
HGIKFADKLIPAEWIKEPKKEVPFDRLKRKGGKK (SEQ ID N0:1^ 



Figure 14-2 

>gi[15517|emb|CAA24345.1| unnamed protein product 
[Enterobacteria phage T7] 

MAGYGAKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIREQHPELDlRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKUPAEWIKEPKKEVPFDRLKRKGGKK (SEQ ID NO: 12) 



>gi]37956869|gb|AAP34135.1| gene 3 [Enterobacteria phage T7] 
MAGYSAKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIRKQHPELDIRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVPFDRLKRKGGKK (SEQ ID NO: 2?) 

>gi 1 37956815 |gb|AAP34082.1 1 gene 3 [Enterobacteria phage T7] 
MAGYSAKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIRKQHPELDiRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVPFDRLKRKGGKK (SEQ ID NO:^ 



>g[|37956764lgb|AAP34032.1| gene 3 [Enterobacteria phage T7] 
MVGYGVKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIREQHPELDIRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVSFDRLKRKGGKK (SEQ ID NO:^ 

as 



Figure 14-3 



>gi|37956712|gblAAP33981.1| gene 3 [Enterobacteria phage T7] 
MVGYGVKGIRKVGAFRSGLEDKVSKQLESKGIKFEYEEWKVPYVIPASNHTYT 
PDFLLPNGIFVETKGLWESDDRKKHLLIREQHPELDIRIVFSSSRTKLYKGSPTS 
YGEFCEKHGIKFADKLIPAEWIKEPKKEVSFDRLKRKGGKK (SEQ ID IMO:^ 

4? 



>gi|30387466|ref|NP_848275.1| endonudease [Yersinia pestis phage 
phlA1122] 

IMAGTYAARGIRKVGTFRSGLEDKVSKQLEGKGIKFDYELWKIPYVVPASNHVY 
TPDFLLPNGIFIETKGLWESDDRKKHLLIREQFPELDIRLVFSSSRTKLYKGSPT 
SYGEWCEKHGILFADKLIPVEWLKEPKKEVPFDRLKQAKGGKK 
(SEQIDN0:13) 

>gi|30314103|gb|AAP20511.1| endonudease [Yersinia pestis phage 
phiA1122] 

IVIAGTYAARGIRKVGTFRSGLEDKVSKQLEGKGIKFDYELWKIPYWPASNHW 
TPDFLLPNGIFIETKGLWESDDRKKHLLIREQFPELDIRLVFSSSRTKLYKGSPT 

SYGEWCEKHGILFADKLIPVEWLKEPKKEVPFDRLKQAKGGKK 
(SEQ ID N0:13) 



